2
followed by ligation to the NotI/XhoI-digested pNL4-3.Luc.R-E-, which replaced the luciferase gene with FLAG-Tat.
Primers for PCR amplification.
PCR-amplification of p65 for cloning in pCMV4-3xHA: wild type p65 (5'-CCCAAGCTTACCATGGACGAACTGTTCCCCC-3' and 5'-GCTCT AGATTAGGAGCTGATCTGACTCAGC-3'); p65ΔC (5'-CCCAAGCTTACCATG GACGAACTGTTCCCCC-3' and 5'-GCTCTAGATTAGAAAGGACTCTTCTTC ATGAT-3'); p65ΔN (5'-CCCAAGCTTACCAAGAAGCGGGACCTGGAG-3' and 5'-GCTCTAGATTAGGAGCTGATCTGACTCAGC-3').
Site-directed mutagenesis of p3xFLAG-CMV-Tat: Tat 
Cell extracts
Whole cell extracts were obtained by incubating the cells in lysis buffer containing 50 mM Tris-HCl, pH 7.8, 150 mM NaCl, Nonidet P-40 (NP-40) 1% and 1x Complete
Protease Inhibitor (Roche Diagnostic GmbH) for 30 min on ice. Cells were centrifuged at 14,000 x g at 4°C for 15 min, and supernatants were collected as whole cell extracts. For nuclear and cytosolic extracts, cells (5x10 7 ) were harvested, washed in PBS twice and resuspended in a lysing buffer containing 10 mM N-2-hydroxyethylpiperazine-N'-2 sulfonic acid (HEPES) pH 7.9, 1.5 mM MgCl 2 , 10 mM KCl, 0.5 mM dithiotreithol (DTT) and 0.1% NP-40. Cells were lysed on ice for 2 min and checked for complete lysis by microscopy. Nuclei were centrifuged at 800 x g for 5 min and supernatant was collected as cytosolic extract. The nuclear pellet was washed with a buffer containing 10 mM HEPES pH 7.9, 1.5 mM MgCl 2 , 10 mM KCl, 0.5 mM DTT and lysed in a buffer containing 20 mM HEPES pH 7.9, 25% glycerol, 0.45 M NaCl, 1.5 mM MgCl 2 , 0.2 mM EDTA, 0.5 mM DTT, 1 mM PMSF, 1x Complete Protease Inhibitor; then nuclear lysates were clarified by centrifugation at 14,000 x g for 15 min and supernatant was collected as nuclear extract. Cytometer (BD Bioscience) and analysed using FlowJo 7.6 software (FlowJo TreeStar).
Immunoprecipitation Assay and GST pull down

Supplementary Figure 2
PBMCs (1x10 7 ) were infected with NL4-3.Luc.R -E -virions (500 ng of p24) or left
